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WE CLAIM: 


1 . A protease variant comprising a substitution made one or more of 
positions in a precursor protease corresponding to K170D, Y/71Q and/or S173D of 

5 Bacillus amyloliquefaciens subtilisin. 

2. The protease variant according to claim 1 , further comprising a 
substitution at one or more positions in a precursor protease equivalent to those 
setected from the group consisting of N76D, S103A,^104I, G159D, V68A, T213R, 

10 / A232V, Q236H, Q245R, and T260A. 

3. The protease variant according to claij/d 2 which is derived from a Bacillus 
subtilisin. 

15/ , 4. The protease variant according toyclaimy^which is derived from Bacillus 

lentus subtilisin or Bacillus amyloliquefaciems subtilisin. 


5. A DNA encoding a protease variant exclaim 1 . 

6. An expression vector encoding the DNA of claim 5. 

7. A host cell transformed with the expression vector of claim 6. , V ^ 

J( P 8. A cleaning composition comprising the protease variant of claim 1 . Oxj^ ^^12rL) 

9. An animal feed comprising the protease variant of claim 1.^<-£. jk) L^f 
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10. A compositionyror treating a textile comprising the protease variant of 


claim 1. 
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^ \ 1 1 . A proteased variant according to claim 1 , comprising combined 

\ ^/substitution sets selected from the group consisting of positions corresponding to 
K1 70D/Y1 71 Q/S1 73D;/n76D/S1 03A/V1 04I/G1 59D/ K1 70D/Y1 71 Q/S1 73D;/ 


/ 
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V68A/N76D/S1 03AA/1 04I/G1 59D/ K1 70D/Y1 71 Q/S173D/Q236H; 
V68A/N76D/S1 03A/V1 04I/G1 59D/ K1 70D/Y1 71 <J/S1 73D/Q236H/Q245R; 
V68A/N76D/S1 03AA/1 04I/G1 59D/K1 70D/Y1 7^/SI 73D/ 

A232V/Q236H/Q245R; and 
V68A/N76D/S1 03AA/1 04I/G1 59D/K1 701^1 
Q245R/T260A of Bacillus amyloliquefapien. 


/ 



1 73D/T21 3R/A232V/Q236H/ 
ilisin. 


12 A method for determipfing T-ce'll epitopes in humans comprising the steps 

(a) obtaininq from a/single blood source a solution of dendritic cells and a , .P P£ -^CJ 

solution of naive CD4+ arfd/or CD8 + T-ce lls; -^^^^O-^ 

C(b) promoting /^fferentiatign in said solution of'deTrdritic-ce.lls;-^ Q^- 
(c) combining said solution of differentiated dendritic cells and said naive 
CD4+ and/or Cp8+ T-cells with a pe ptide of i nterest; 

said step (c). 



(d) measuring the ^roduction of antibo dies 


reducing the allergenicity of a protein comprising the steps 


(a) identifyifo^a\&cell epitope in said protein; 

(b) modifying saidX otein to neutralize said T-cell epitoj 


The method according to claim 13, wh^j^Tsaid epitope is modified by: 
f)^K(a) substituting the aminqacid sequp^ltf the epitope with an (analogous 


sequence from a human homolog to t^protein of interest; 
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cid sequence of the epitope with an Analogous 


(b) substituting the ami 
sequence from a non-hura^^omolog to th^protein of interest, which analogous 
sequence produces/^sser allergenic response\from T-cells than that of the protein 
of interest; or 

(^substituting the amino acid sequence of thev^pitope with a sequence 
30 whipJ^bstantially mimics the major tertiary structure attributes of the epitope, but 
hich produces a lesser allergenic response from T-cells that^that of the protein of 
interest. 
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^ \ 15. A protein havin^reduced allergenicijy^made by the method according to 
claim 14. 

16. A protein having redufced 2(ller^nicity, wherein said protein comprises a 
modification comprising the^stitu/on.^eletion of amino acid residues which are 
identified as within a T>£ell epitope^according to the assay provided in claim 13. 
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